
 

 

 

 

 
 

 

The geneXplain GmbH is glad to welcome you at the BGRS/SB’2018 conference and is proud to introduce you the 

following software and database solutions for the needs of bioinformatics, systems biology and systems medicine: 
 

 
 

 

 

geneXplain platform – is a high-performance tool for multi-omics data analysis, 

which allows identification of new therapeutic targets and biomarkers. A unique 

feature of the geneXplain platform is its Upstream Analysis. You can register and 

immediately receive access to a free account. 

 
 

 

TRANSFAC database – is a unique collection of transcription factors, their 

experimentally validated binding sites (TFBS) and a widely known library of 

positional weight matrices (PWMs). The database has its own integrated methods for 

TFBS search. It can also be used as an integral part of the geneXplain platform. 

TRANSFAC is available online or can be downloaded as a set of flat files.  

 
 

 

TRANSPATH database – is one of the biggest and most famous collections of 

signaling and metabolic pathways, which counts over 489000 reactions. The database 

can be applied for master-regulators search within the geneXplain platform. 

TRANSPATH is also available online in one package with HumanPSD database or 

can be downloaded as a set of flat files. 

 
 

 

HumanPSD database – is a collection of genes, proteins and micro-RNAs, which 

includes information about disease biomarkers and clinical trials for various diseases. 

Besides the detailed biomarkers data, the database contains information about drugs.  
 

 

 

BRENDA database –  is a comprehensive enzyme and enzyme-ligand information 

system. Its manually derived core contains over 3 million data points about 77,000 

enzymes annotated from 135,000 literature references. 
 

 

PASS – is a software tool for evaluating the general biological potential of organic 

compounds based on their structural formula. This program predicts main and side 

pharmacological effects, molecular mechanisms of action, specific toxicities, and 

antitargets, actions associated with the metabolism and transport of pharmaceutical 

substances and their influence on gene expression. 
 

 

PharmaExpert – is a software tool for analysis of the biological activity spectra of 

substances predicted by PASS and selecting compounds with the desirable set of 

biological activity, for analyzing the relationships between biological activities, drug-

drug interactions and for multiple targeting of chemical compounds. 
 

 

GUSAR – is a software tool for analysis of quantitative structure-activity/structure-

property relationships (QSAR/QSPR) based on the structural formulas of the 

compounds and data on their activity/property, and for prediction of activity/property 

for new compounds. GUSAR can be easily applied to different routine QSAR/QSPR 

tasks, for building multiple models, and for prediction of the different quantitative 

values simultaneously. 
 

 
 

If you got interested in any of the products, provided by GeneXplain, or you have any questions, please contact us by 

e-mail info@genexplain.com. We will be glad to help you! 

http://genexplain.com/genexplain-platform/
http://genexplain.com/genexplain-platform-registration/
http://genexplain.com/transfac/
http://genexplain.com/transpath/
http://genexplain.com/humanpsd/
http://genexplain.com/brenda/
http://genexplain.com/pass/
http://genexplain.com/pharmaexpert/
http://genexplain.com/gusar/
mailto:info@genexplain.com

